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<220> FEATURE:
<223> OTHER INFORMATION: Synthetic

<400> SEQUENCE: 36

ggatccatcg atttaattaa gagctce

<210> SEQ ID NO 37

<211> LENGTH: 26

<212> TYPE: DNA

<213> ORGANISM: Artificial Sequence
<220> FEATURE:

<223> OTHER INFORMATION: Synthetic

<400> SEQUENCE: 37

ggatccgaat tcttaattaa gagcetce

<210> SEQ ID NO 38

<211> LENGTH: 24

<212> TYPE: DNA

<213> ORGANISM: Artificial Sequence
<220> FEATURE:

<223> OTHER INFORMATION: Synthetic

<400> SEQUENCE: 38

gtcgacgata tccegeggeg atcg

<210> SEQ ID NO 39

<211> LENGTH: 24

<212> TYPE: DNA

<213> ORGANISM: Artificial Sequence
<220> FEATURE:

<223> OTHER INFORMATION: Synthetic

<400> SEQUENCE: 39

ggatcccege gggtcgaceg atcg

<210> SEQ ID NO 40

<211> LENGTH: 18

<212> TYPE: DNA

<213> ORGANISM: Artificial Sequence
<220> FEATURE:

<223> OTHER INFORMATION: Synthetic

<400> SEQUENCE: 40

gatatcgega gcgaatte

26

26

24

24

18

1. A nucleic acid molecule comprising:

at least one expression control sequence comprising a
viral Internal Ribosomal Entry Site (IRES) element
having a viral 5' untranslated region (5' UTR);

at least one coding region linked operatively to the at least

one expression control sequence and encoding a pep-
tide or a protein; and

at least one of multiple adenosines and multiple thymi-

dines located upstream of the at least one expression
control sequence.

2. The nucleic acid molecule of claim 1, wherein the viral
IRES element is derived from at least one of Picornaviridae
family, Togaviridae family, Dicistroviridae family, Flaviri-
dae family, Retroviridae family and Herpesviridae family.

3. The nucleic acid molecule of claim 1, wherein the viral
IRES element is derived from at least one of coxsackie B

virus, Cricket paralysis virus, Japanese Encephalitis virus,
Encephalomyocarditis virus and Sindbis virus.

4. The nucleic acid molecule of claim 1, further compris-
ing a viral 3' untranslated region (3' UTR) located down-
stream of the 5' UTR, and wherein the at least one coding
region is located between the 5' UTR and the 3' UTR.

5. The nucleic acid molecule of claim 1, wherein the at
least one coding region encodes at least one of antigen,
antigen’s fragments, antigen’s variants, antigen’s deriva-
tives, peptides for treating disease and proteins for treating
disease.

6. The nucleic acid molecule of claim 1, wherein the at
least one expression control sequence comprises a first
expression control sequence having a first IRES element and
a second expression control sequence located downstream of
the first expression control sequence and having a second
IRES element.



